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Antiretroviral therapy (ART) in human immunodeficiency virus type 1 (HIV-1)-infected patients does not
clear the infection and can select for drug resistance over time. Not only is drug-resistant HIV-1 a concern for
infected individuals on continual therapy, but it is an emerging problem in resource-limited settings where, in
efforts to stem mother-to-child-transmission of HIV-1, transient nonnucleoside reverse transcriptase inhibitor
(NNRTI) therapy given during labor can select for NNRTI resistance in both mother and child. Questions of
HIV-1 persistence and drug resistance are highly amenable to exploration within animals models, where
therapy manipulation is less constrained. We examined a pigtail macaque infection model responsive to
anti-HIV-1 therapy to study the development of resistance. Pigtail macaques were infected with a pathogenic
simian immunodeficiency virus encoding HIV-1 reverse transcriptase (RT-SHIV) to examine the impact of
prior exposure to a NNRTI on subsequent ART comprised of a NNRTI and two nucleoside RT inhibitors.
K103N resistance-conferring mutations in RT rapidly accumulated in 2/3 infected animals after NNRTI
monotherapy and contributed to virologic failure during ART in 1/3 animals. By contrast, ART effectively
suppressed RT-SHIV in 5/6 animals. These data indicate that suboptimal therapy facilitates HIV-1 drug
resistance and suggest that this model can be used to investigate persisting viral reservoirs.

Human immunodeficiency virus type 1 (HIV-1), the major
cause of AIDS, is the most widely disseminated, deadly infec-
tious disease of our era. It is estimated that 40 million people
worldwide were living with HIV-1 and approximately 3 million
people died from AIDS in 2005 (29). In developed nations,
access to antiretroviral therapy (ART) has decreased the num-
ber of AIDS-related deaths. While ART can suppress HIV-1
for a number of years in infected individuals, it does not erad-
icate the virus (25). When ART is removed, viremia typically
rebounds quickly to pretherapy levels (8, 20, 26, 43). The
ability of HIV-1 to persist during ART highlights the problem
of virus production from long-lived, infected producer cells
that current therapy and host immune responses are unable to
eliminate (25). Understanding of what cells and tissues actively

reseed infection after cessation of therapy has been hampered
by limited animal models that can recapitulate suppressive
ART during a pathogenic infection.

Another consequence of continual antiretroviral use has
been the emergence of drug-resistant virus, creating a chal-
lenge for the treatment of HIV-infected individuals. Standard
ART often consists of multiple drugs targeting HIV-1 reverse
transcriptase (RT): two nucleoside RT inhibitors (NRTIs) and
one nonnucleoside RT inhibitor (NNRTI) (45). Mutations
within the RT coding region of HIV-1 can lead to resistance to
multiple compounds, essentially rendering them ineffective.
For example, mutations associated with resistance to a NNRTI
often confer resistance to all drugs in that class. Recently it was
reported that the prevalence of sexually transmitted viruses
resistant to NRTIs or NNRTIs can be as high as 15 to 25% in
populations with access to ART (23, 36, 54, 60).

It is hypothesized that many antiviral resistance-conferring
mutations in HIV-1 exist prior to therapy, and this resistance is
engendered by the large number of replication cycles achieved
by HIV-1 during infection, which enhances viral diversity (10).
For this reason, the success of ART has, in part, relied on the
low probability of multiple resistance-conferring mutations ac-
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cumulating on one viral genome (53). Suboptimal therapy un-
dermines this strategy by increasing the representation of viral
genomes with single resistance-conferring mutations on which
other amino acid substitutions can accumulate, thereby accel-
erating the development of multidrug-resistant forms of
HIV-1.

In addition to horizontal transmission of antiviral resistance,
mother-to-child transmission of drug-resistant HIV-1 has been
an unintended consequence of efforts to curb vertical trans-
mission of the virus. In resource-limited settings, where ART
often is not available, pregnant HIV-infected women are given
a single dose of the NNRTI nevirapine (NVP) at the onset of
labor (4, 24, 28, 34, 41, 57). This inexpensive treatment of the
mother and in some cases also the infant can significantly
decrease mother-to-child transmission by as much as 50%. The
long pharmacokinetic decay of NVP means limited dosing can
provide effective antiviral drug levels through the peripartal
period (40, 42). However, this extended half-life also means
that once treatment is stopped, viral replication can occur in a
setting of suboptimally suppressive drug concentrations, creat-
ing an ideal situation for the emergence of drug resistance.
Indeed, selection by NVP of drug resistance-conferring muta-
tions in the RT of the replicating plasma virus pool was ob-
served in 15 to 50% of the mothers (11, 14, 16, 30, 35) and in
45 to 87% of the infants (15, 16, 38) as assessed by population-
based sequencing. All of these studies found K103N to be the
most prevalent amino acid substitution observed for women
with NVP-resistant virus. Sensitive detection methods for NVP
resistance-conferring mutations showed that more than 90% of
women who received single-dose NVP still had detectable re-
sistance-conferring mutations more than a year after dosing
(18, 47). There is recent evidence that women treated with
single-dose nevirapine are at higher risk of failure for NVP-
containing triple therapy within 6 months (37).

In this study, we used a macaque model to study the effec-
tiveness of a commonly used ART regimen and the impact of
prior exposure to NNRTI monotherapy. Pigtail macaques were
infected with a defined inoculum of simian immunodeficiency
virus (SIV) containing HIV-1 RT (RT-SHIVmne) (2). Unlike
SIV, this chimeric virus is inhibited by all FDA-approved RT
inhibitors. In a pilot study, RT-SHIVmne replicated efficiently
in vivo and was pathogenic in macaques, enabling consider-
ation of longer-term ART studies to evaluate persistence. In a
separate group of animals, we studied the effects of short-
course NNRTI monotherapy on development of drug resis-
tance and the impact it might have on subsequent combination
ART. Short-course NNRTI monotherapy proved effective in
increasing the relative frequency of mutant viruses resistant to
the drug. Weeks later, the application of ART revealed that
prior monotherapy accelerated the emergence of multidrug-
resistant virus in one animal, with a particular resistance com-
bination rapidly predominating in the population. The dynam-
ics of this mutant population were carefully followed. By
contrast, in the animals that did not fail therapy, we found that
ART suppressed RT-SHIVmne replication in vivo by up to 4
orders of magnitude within 5 to 6 weeks of treatment, strongly
resembling HIV-1 decay in humans on therapy. Finally, by
interruption of therapy in animals with suppressed viremia, we
were able to demonstrate that RT-SHIVmne was still present in

all animals and consisted of the wild type or single-drug-resis-
tant variants.

MATERIALS AND METHODS

Virus. 293T cells were transfected with a plasmid encoding the RT-SHIVmne

provirus using Lipofectamine 2000 (Invitrogen, Carlsbad, CA). CEMx174 cells
were infected with the transfection supernatant in RPMI 1640 medium (Invitro-
gen) containing 10% fetal bovine serum (Atlanta Biologicals, Norcross, GA), 100
U/ml penicillin, 100 �g/ml streptomycin, and 0.3 mg/ml L-glutamine (Invitrogen).
RT-SHIVmne was passaged in CEMx174 cells until the titer reached 1 � 105

infectious units/ml as determined on TZM indicator cells, formerly called JC53
BL13� cells (13).

Animals. Four pigtail macaques (Macaca nemestrina) were housed at the NIH
(pilot group), and six pigtail macaques were housed at the Washington National
Primate Research Center (ART group) in accordance with American Associa-
tion for Accreditation of Laboratory Animal Care standards. All animals were
negative for serum antibodies to HIV type 2, SIV, type D retrovirus, and simian
T-lymphotropic virus type 1. Infections and blood draws were conducted while
the animals were sedated with intramuscular injection of tiletamine-zolazepam
(Telazol; 3 to 6 mg/kg; NIH) or ketamine (10 to 15 mg/kg; Washington National
Primate Research Center). Blood was drawn into EDTA- or heparin-treated
tubes at the time points indicated. Plasma was separated from the blood by
centrifugation and was frozen at �80°C in aliquots.

Plasma viral loads and CD4 counts. Viral RNA (vRNA) was extracted from
plasma taken at each time point for each animal, and quantitative RT-PCR
was performed on the vRNA to determine the number of viral genomes per ml
of plasma, as previously described (9). The assay limit of detection was 15
copies/ml plasma. Lymphocyte subsets (CD3, CD4, CD8, and CD20) were mea-
sured by staining whole blood and analyzed by flow cytometry.

RT inhibitors and dosing. Three doses of efavirenz (EFV) from 200-mg
capsules (Sustiva; Bristol Myers-Squibb, Princeton, NJ) were mixed in yogurt and
fed to three macaques in the ART group (M03250, M04007, and M04008) during
week 13, days 1, 2, and 4. The other three animals in the ART group received no
EFV at week 13. At week 17, all animals in the ART group were given daily doses
of tenofovir disoproxil fumarate (TDF) (20 mg/kg) and emtricitabine (FTC) (50
mg/kg) subcutaneously (Gilead Sciences, Foster City, CA) and EFV (200 mg in
various food treats) orally for up to 20 weeks (27, 52). Drug administration was
discontinued for all animals for 2 to 4 weeks until plasma viral loads reached
3,000 copies/ml or higher. All three drugs were then restarted until 45 weeks
postinfection (three to five additional weeks). EFV levels were measured in
plasma samples by high-performance liquid chromatography (Infectious Disease
Pharmacokinetics Laboratory, National Jewish Medical and Research Center,
Denver, CO).

Measurement of drug resistance-conferring mutations. vRNA was extracted
from the challenge virus stock and plasma samples from the ART-treated and
untreated control group animals and cDNAs were synthesized as previously
described (48). Allele-specific real-time PCR (ASP) was used to measure the
frequencies of the codons encoding the following residues: K65, 65R, K103,
103N (AAC and AAT), Y181, 181C, M184, 184I, and 184V, as previously
described (46). ASP was performed on samples having 3,000 vRNA copies or
higher.

Single-genome sequencing (SGS) was performed as previously described (48).
Briefly, cDNA was diluted to a single viral copy, and a fragment encompassing
the first 600 nucleotides of RT was sequenced. Approximately 35 clones con-
taining a single viral copy were sequenced for each sample and aligned using
ClustalW. Genetic diversity was calculated as average pairwise differences using
hmmr-1.8.5.

RESULTS

RT-SHIVmne pathogenesis. RT-SHIVmne was derived from
RT-SHIVmne cl. 8, which is SIVmne cl. 8 with the RT coding
region replaced with the HIV-1HxB2 RT coding region (2).
RT-SHIVmne cl. 8 was additionally modified by replacing the 3�
half of the virus containing part of the vif gene (base 5243)
through the 3� long terminal repeat with that of SIVmne027, a
highly pathogenic and macrophage-tropic isolate derived from
in vivo passaging of SIVmne cl. 8 (31, 32). This newly derived
virus is hereafter referred to as RT-SHIVmne.
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A pilot study was initiated to evaluate the replication and
pathogenesis of RT-SHIVmne in vivo. Four pigtail macaques
were infected intravenously with 105 infectious units each of
virus from cell culture supernatants. All animals showed per-
sistent viral replication. Viral loads were closely monitored for
the animals in the pilot group for up to 100 weeks postinfection
(Fig. 1A to D). Initial plasma virus peaks were observed at 1 to
2 weeks postinfection, with levels of 1 � 106 to 1.6 � 107 vRNA
copies/ml (average, 7.0 � 106 copies/ml). Plasma virus set
points for these animals were variable and ranged between 103

and 105 vRNA copies/ml.
All animals showed pathogenesis and onset of disease, re-

flected by progressive declines in CD4� T cells. Peripheral
CD4� T-cell counts were continuously monitored for the four
pilot study animals (Fig. 1A to D). They ranged from 700 to
1,700 cells/�l prior to infection. Declines in CD4� T cells to
below 500 were observed for all animals, with counts for 2
animals declining to less than 200 (Fig. 1B and 1D). Sustained
high plasma viral loads or increases in viral loads for all ani-
mals were correlated with declines in peripheral CD4� T cells,
indicative of pathogenic infection.

Three of the four pilot group animals were euthanized for
untreatable symptoms associated with AIDS. These animals
had moderate to severe weight loss and/or had respiratory and

gastrointestinal pathologies. The only relatively healthy RT-
SHIVmne-infected animal, 96P029, had the lowest plasma
viral load and the highest CD4� T-cell counts (Fig. 1C).
This range of outcomes is typical of macaques infected with
the parental SIVmne027 (31).

The pilot group animals were also used to evaluate pharma-
cokinetics of NNRTIs. Single-dose NVP treatment (100 or 200
mg; oral solution or crushed pills) was initially tested with
these animals at 16 weeks postinfection or later. There was no
plasma NVP detected at 24 h or 48 h after drug administration
and no discernible decline in plasma viremia in any of the
animals (data not shown). Because of the apparent poor oral
bioavailability and/or pharmacokinetics of NVP in pigtail ma-
caques, we tested the NNRTI EFV in all animals. A single
dose of oral EFV was administered at week 45 or 57 postin-
fection and was detected in the plasma up to 14 days, while
viral loads dropped four- to eightfold in all animals at 72 h
after dosing (data not shown).

Short-course EFV monotherapy rapidly selects for resis-
tance. To study more fully the effects of brief NNRTI treat-
ment on evolution of resistance and subsequent therapy, six
new macaques were infected with RT-SHIVmne. Thirteen
weeks later, short-course EFV monotherapy (three doses in 4
days) was given to three of these animals. The other three were

FIG. 1. Plasma viral loads versus CD4 counts for each animal in the pilot study. Four animals were challenged with RT-SHIVmne from cell
culture supernatant at week 0, and plasma vRNA levels (filled symbols) and CD4� cell numbers (open symbols) were measured for animals 96P071
(A), 97P015 (B), 97P029 (C), and 96P084 (D).
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FIG. 2. Plasma viral loads and CD4 counts of animals receiving ART. Animals were challenged intravenously with 1 � 105 infectious units of
RT-SHIVmne at week 0. (A) Three animals were given EFV monotherapy for 3 days during week 13. Daily ART was administered for 20 weeks (17 to
37 weeks postinfection). Animal M03250 was euthanized after virologic failure at week 26. ART was discontinued for the other two animals and
reinitiated at week 40 or 41, continuing until week 45. (B) Three animals were given daily ART for 20 weeks (17 to 37 weeks postinfection). ART was
discontinued and reinitiated at week 39, 40, or 41, continuing until week 45. (C) Absolute CD4 counts of the ART group animals were measured in the
blood at multiple time points. Gray shading represents the time when animals received therapy. Arrows denote when ART was reinitiated for each animal
after treatment interruption. The plasma virus decay kinetics are shown for the animals during the week of EFV monotherapy (week 13-14) (D) and the first
week of combination therapy (week 17-18) (E). The viral loads are plotted relative to the last pretherapy value. Regression lines for all animals combined are
shown for EFV monotherapy and combination therapy, along with the inferred half-lives (r2 values are 0.83 and 0.91, respectively).
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left untreated. Plasma viremia in the EFV-treated animals
dropped 18-, 86-, and 123-fold within 7 days after the drug
administration began (Fig. 2A), with plasma EFV levels of
more than 50 ng/ml (158 nM) measured 4 to 7 days after dosing
(data not shown). Despite a nearly 100-fold difference at ini-
tiation of EFV, viremia in all three animals displayed similar
rates of decline, with a half-life of approximately 1 day (Fig.
2D). The untreated animals in the cohort had small (2 to
9-fold) decreases in plasma virus load during the same time
period (Fig. 2B) and no detectable plasma EFV (data not
shown).

With the EFV-treated animals, ASP analysis showed no
common NNRTI-associated resistance mutations (K103N or
Y181C), FTC-associated resistance mutations (M184I/V), or
TDF-associated resistance mutation (K65R) prior to EFV
monotherapy within the sensitivities of the respective assays.
However, for 2/3 animals given short-course EFV, K103N
amino acid substitutions (both AAC and AAT codons) were
readily detectable within 4 weeks after the drug was adminis-

tered (17 weeks postinfection) (Table 1). For the treatment-
naive animals, K103N was not found above the assay back-
ground level. None of the animals had any detectable K65R or
M184I/V substitutions at this point. No Y181C amino acid
substitutions were detected by ASP at any time during the
study.

Antiretroviral therapy effectiveness in treatment-naive and
experienced animals. To evaluate the effect of a short-course
EFV regimen on subsequent triple therapy, a combination of
TDF, FTC, and EFV was administered daily to all six of the
ART group animals for 20 weeks, beginning at 17 weeks
postinfection. This combination is widely used for treatment of
HIV-infected individuals (22).

Plasma viral loads declined significantly in all animals on
ART (Fig. 2A and B), with an excellent correlation between
the level of pretherapy viremia and the extent of decline. The
animals pretreated with EFV had �400-fold declines in plasma
viremia at their lowest measured levels. All of the five evalu-
able animals showed identical initial rates of decay, indepen-

TABLE 1. Frequencies of resistance-conferring mutations in RT of RT-SHIV-infected animals before and after treatment as determined by ASP

Animal Treatment group Wk
postinfection

Wk post-initiation
of treatment

Frequency of mutation (%)c

K65R
K103N

M184I M184V
EFV ART AAC AAT

M03250 EFV monotherapy 13 0 0 — — — — —
14 1 0 — 8 13
17 4 0 — 12 18 — —
23 NAd 6 18 24 1 3 —
24 NA 7 5 60 0.3 24 0.5
25 NA 8 3 94 0.07 71 7
26 NA 9 1 100 — 88 6

M04007 EFV monotherapy 13 0 0 NDe ND ND ND ND
17 1 0 — — — — —
40 NA 23a — — — — —
49 NA 32b — — — — —

M04008 EFV monotherapy 13 0 0 — — — — —
15 1 0 — 18 21 — —
17 NA 0 — 8 16 — —
21 NA 4 — 15 10 — —
25 NA 8 — 20 15 — —
28 NA 11 — 14 21 — —
40 NA 23a — 5 31 — —
47 NA 30b — 27 40 — —

K02396 No monotherapy 13 NA 0 ND ND ND ND ND
17 NA 0 — — — — —
39 NA 22a — — — — —
47 NA 30b — — — — —

M03430 No monotherapy 13 NA 0 ND ND ND ND ND
17 NA 0 — — — — —
47 NA 30b — — — — —

M04033 No monotherapy 13 NA 0 ND ND ND ND ND
17 NA 0 — — — — —
40 NA 23a — — — — —
47 NA 30b — — — — —

a During treatment interruption.
b After discontinuation of ART.
c —, none detected; limit of detection, 0.01% for K103N AAC or K103N AAT, 0.3% for M184V, 0.05% for M184I, and 0.2% for K65R.
d NA, not applicable.
e ND, not done.

VOL. 81, 2007 RT-SHIV EVOLUTION AND PERSISTENCE DURING ART 12149

 on A
pril 16, 2019 by guest

http://jvi.asm
.org/

D
ow

nloaded from
 

http://jvi.asm.org/


dent of prior treatment or level of viremia, and indistinguish-
able from the decay observed following EFV monotherapy
(Fig. 2E). Two of the animals had viral loads at or near the
limit of detection of the assay (15 vRNA copies/ml) during the
majority of the treatment period. One animal began to fail
therapy after only 6 weeks of ART, with increasing viremia
despite continued treatment. This animal had the highest viral
load and had significant frequencies of K103N present in the
viral population prior to combination therapy.

Two of the animals that had not received EFV monotherapy
pretreatment prior to initiation of combination ART had on-
therapy viral loads at or near the level of detection. One of
these animals had a low viral set point at initiation of triple
therapy, such that the measurable decline in viremia on ART
was only a 1.2 log10 reduction, before plasma virus levels be-
came undetectable. The other animal showed a greater than 4
log10 decrease in viral load. The third animal in this group had
the highest viral load prior to ART, which declined continu-
ously over the 20-week period by more than 4 log10 but which
remained at detectable levels.

The five animals on ART that did not fail therapy showed
constant low or undetectable viremia while on treatment. To
assess the persistence of RT-SHIVmne, a 3- to 5-week inter-
ruption in therapy was performed. Rapid viral rebound was
detected after cessation of therapy for all five animals, indicat-
ing that virus-producing cells persisted during the 20 weeks of
therapy. Daily ART was restarted when plasma viral loads rose
to �3,000 vRNA copies/ml and was continued for 3 to 5 ad-
ditional weeks, during which plasma virus again declined, in-
dicating the effective absence of multidrug-resistant virus from
the persisting population.

To understand the effectiveness of therapy in suppressing
immunodepletion in RT-SHIV-infected animals, CD4� T-cell
counts were monitored closely in the ART-treated animals
prior to, during, and after triple therapy (Fig. 2C). Prior to
infection, all animals had CD4� counts of 800 to 1,500 cells/�l.
In the first 13 weeks of infection prior to any drug treatment,
4/6 of the animals had noticeable CD4� declines to below 250
cells/�l. The two animals without decreasing CD4� counts
(M04007 and M03430) also had low plasma viremia, again
confirming the correlation between RT-SHIVmne replication
and CD4� T-cell loss. After initiation of ART, numbers of
peripheral CD4� T cells increased for most animals. Interest-
ingly, animal M03250’s CD4 counts began to increase with
initiation of ART but declined when the animal failed therapy
and viremia rebounded.

Failure of ART in M03250 due to both NNRTI- and NRTI-
associated resistance mutations. As mentioned above, animal
M03250 experienced early virologic failure. Virus from this
animal was studied in great detail to evaluate the evolution and
kinetics of drug resistance-conferring mutations arising in RT.
ASP was performed for multiple alleles from viral plasma
samples taken prior to and following EFV monotherapy. This
animal received EFV monotherapy, and detectable K103N
amino acid substitutions were found in RT after EFV mono-
therapy and prior to initiation of combination ART (Table 1;
Fig. 3A). Both alleles encoding K103N, AAC and AAT, were
detected at similar levels 1 week after EFV monotherapy was
initiated (8% and 13%, respectively) and were sustained at
those levels until triple therapy was initiated. The frequencies

of the two alleles at residue 103 did not change dramatically
until 4 weeks into ART, when they doubled. At 5 weeks post-
therapy (22 weeks postinfection), the amount of AAC began to
rise and the AAT level declined (Fig. 3A). This trend was
correlated with a rise in viral load containing the resistance-
conferring mutations, confirmed by SGS (Table 2).

ASP was also performed to determine the frequencies of
mutations that confer resistance to the other components of
the therapy, including M184I/V, as well as K65R in virus from
M03250. Six weeks after triple therapy began, M184I was de-
tected in 3% of the plasma virus (Fig. 3B), increasing in sub-

FIG. 3. Frequency of drug resistance-conferring mutations for an-
imal M03250 prior to and during therapy. Bars indicate frequencies of
K103N (AAC, open; AAT, striped) (A), M184I/V (M184I, striped;
M184V, open) (B), and K65R (C), as determined by ASP. The plasma
viral load is shown as solid triangles. Gray shading represents therapy
administration. The thin line represents the background for each ASP
assay.
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sequent weeks to 88%. M184V was detected at a level of 1% at
3 weeks posttherapy, which declined to background levels,
reemerging to 7% at 9 weeks posttherapy. Both M184I and
M184V confer resistance to FTC (17, 19). In addition, K65R,
which is associated with TDF resistance (56), was detected at
some time points during failure and declined over time (Fig.
3C; Table 2). Interestingly, the amino acid substitutions
M184I, M184V, and K65R were encoded only on the genomes
containing the AAC allele but neither the AAT nor the wild-
type AAA allele of K103.

To understand the kinetics of evolution of the virus in vivo,
diversity (as average pairwise distance) of the RT coding re-
gion from single viral genomes sequenced from animal
M03250 was measured before, during, and after treatment
(Fig. 4). RT from the virus challenge stock had a diversity of
0.1%, which was essentially unchanged in the plasma virus
after 1 week postinfection. By 13 weeks, prior to EFV mono-
therapy, the diversity of RT in this animal had risen to 0.43%
and was maintained at this level through 19 weeks. As the viral
load began to increase at weeks 22 and 23, the diversity rose to

0.52% and 0.64%, respectively. This increase was not observed
if sites of resistance-conferring mutations were excluded from
the calculation (Fig. 4), indicating the contribution to this
effect. As the viremia continued to rise and resistance-confer-
ring mutations at positions 103 and 184 increased at weeks 24
to 26 (Fig. 3A and B), diversity declined sharply, consistent
with overgrowth by the relatively clonal mutant virus.

K103N frequency in an animal that did not fail ART:
M04008. Animals M04008 and M03250 had similar levels of
K103N AAC and AAT substitutions in their plasma virus.
However, M04008 did not fail ART after 20 weeks. Multiple
plasma samples were evaluated during therapy for the fre-
quency of K103N in this animal by ASP (Fig. 5). Two weeks
after EFV monotherapy was administered, this animal had
18% AAC and 21% AAT K103N codons. These frequencies
decreased slightly at the initiation of ART, to 8% and 16%,
respectively. During the 20 weeks of ART, the amount of
K103N rose to 35% (AAC and AAT). After the treatment
interruption and an additional 5 weeks of ART, the frequency

FIG. 4. Diversity of the RT coding region of viral genomes at
multiple time points from animal M03250. The average pairwise dif-
ference per site for 35 genomes at each time point is represented by
open bars, and diversity with drug resistance-conferring mutations
removed from analysis is represented by striped bars. Plasma viral load
is represented by solid triangles. Gray shading represents therapy ad-
ministration.

FIG. 5. Frequency of drug resistance-conferring mutations for an-
imal M04008 prior to, during, and after therapy, as determined by
ASP. The frequencies of K103N AAC (open) or AAT (solid) are
plotted as bars. Solid circles indicate the plasma viral load. Gray
shading represents therapy administration. K103N AAC and AAT
were not detected in plasma prior to week 13. The background level
for the ASP K103N assay is 0.02%. Gray shading represents therapy
administration.

TABLE 2. Frequencies of resistance-conferring mutations in RT of virus from macaque M03250 before and during treatment
as determined by SGSa

Wk
postinfection

Wk post-initiation of
treatment

Frequency of mutation (%)b

K65Rc L100I
K103N

M184Ic M184Vc

EFV ART AAC AAT

13 0 0 — — — — —
17 4 0 — 2 10 5 — —
19 NAd 2 — — 17 — — —
22 NA 5 3 — 19 5 — —
23 NA 6 24 — 42 3 9 —
24 NA 7 — — 43 — 42 —
25 NA 8 2 — 95 — 89 —
26 NA 9 — — 98 — 93 5

a Approximately 35 separate genomes were analyzed for each time point.
b —, none detected.
c Drug resistance-conferring mutation genetically linked to K103N (AAC) on all genomes.
d NA, not applicable.
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of K103N again increased, to 67% in this animal. No detect-
able M184I/V or K65R amino acid substitutions were detected
in the plasma virus at the same time points (data not shown).

None of the other ART group animals had detectable drug
resistance-conferring mutations, as measured by ASP and SGS
at 1, 13, and 39/40 weeks (Table 1).

DISCUSSION

Although experimental infection of macaques with SIV has
provided key insights into HIV-1 infection and pathogenesis in
humans, few studies have used a pathogenic virus that also is
sensitive to commonly used antiviral agents to investigate ques-
tions relating to therapy, persistence, and the evolution of viral
resistance. Whereas studies evaluating therapy in HIV-1-in-
fected individuals have the advantage of patient numbers, the
evolution of virus during therapy can be evaluated in extensive
detail within an animal model, even if the number of subjects
is necessarily limited. Thus, short-lived evolutionary changes
that precede more generalized selection phenomena may be
better detected within an animal model. Moreover, one can
observe the performance of a well-defined, consistent virus
stock under different selection circumstances in different ani-
mals. Most obviously, antiviral treatment using animal models
can also be manipulated in ways not ethically permissible with
patients.

Despite the inherent advantages in using animal models to
complement and extend studies performed with HIV-infected
patients relating to therapy, studies using SIV cannot take
advantage of antiviral inhibitors that specifically target HIV-1
proteins, and SIV chimeric viruses that encode large regions of
HIV-1 are often limited in pathogenicity (1, 49). Experiments
with RT-SHIVmac239, a direct antecedent to RT-SHIVmne, first
demonstrated that substitution of SIV RT with HIV-1 RT
yielded a virus with the desirable characteristics of robust rep-
lication within animals and susceptibility to antiviral agents
which structurally recognize an HIV-1 protein (44, 51). We
developed a similar infection model with pigtail macaques to
investigate questions of viral dynamics and the evolution of
drug resistance in response to therapy. Unlike RT-SHIVmac239,
RT-SHIVmne was derived from a virus with a genome that
encodes a canonical tRNALys3 primer binding site and with a
cellular tropism that includes macrophages in addition to
CD4� T lymphocytes (2, 32, 55).

In this study, we observed that RT-SHIVmne replicates to
high levels in vivo and is pathogenic in the absence of therapy.
All macaques that were challenged with RT-SHIVmne became
infected, and 3/4 of the animals in the untreated cohort showed
progressive declines in peripheral CD4� T cells along with
gastrointestinal and/or respiratory pathologies. We thus inves-
tigated the effect of therapy soon after acute infection by RT-
SHIVmne within this model.

A question of particular interest was the efficiency and con-
sequence of selecting NNRTI-associated resistance mutations
by short courses of NVP monotherapy, as is widely used to
prevent mother-to-child transmission. After determining that
orally administered NVP did not give useful systemic drug
levels in pigtail macaques, we initiated a study in which three
RT-SHIVmne-infected animals received a short course of EFV
monotherapy to ascertain the effects of transient NNRTI ther-

apy. Peak EFV levels detected in the blood of the macaques
were approximately 80% of what is observed in patients re-
ceiving EFV therapy (C. Peloquin, personal communication).
Three other infected animals were not treated with EFV. Sim-
ilar to results seen in clinical trials of single-dose NVP (11, 14,
16, 30, 35), analysis of plasma virus after EFV treatment
showed significant levels of K103N resistance-conferring mu-
tations with both AAC and AAT alleles for two of the three
EFV-treated macaques. These amino acid substitutions were
not detected in samples from the untreated animals. While the
sensitivity of our ASP assays did not permit determination of
the preexisting 103N frequency prior to EFV exposure, the two
animals for which K103N was selected with treatment had the
highest levels of plasma viral load prior to treatment. The
reason virus from the third animal in this group did not have
any detectable NNRTI-associated resistance mutations was
most likely due to low plasma viremia prior to transient EFV
therapy. This reduced viral burden would presumably limit the
absolute number of viruses with preexisting drug resistance-
conferring mutations compared to the case with the other
animals.

We then asked whether prior NNRTI experience would
affect treatment outcome when all of the animals were dosed
with combination therapy that included the NNRTI. While an
increased frequency of antiviral failure in this scenario has
been inferred from epidemiological studies (37), this predic-
tion has not been experimentally tested where the evolution
and dynamics of resistance from a defined inoculum could be
carefully monitored over short intervals. We used the com-
monly prescribed regimen of FTC, TDF, and EFV, which is
now available in a single, once-daily pill (22). One of the two
EFV-pretreated animals with preexisting K103N in the plasma
virus, M03250, failed therapy with increasing viremia despite
continued treatment. This failure of ART within weeks of
initiation allowed us to investigate in detail the genotypic
changes that manifested in the plasma RT-SHIVmne and gave
rise to resistance.

Virus from the animal that failed therapy had a mixture of
AAC and AAT K103N amino acid substitutions after EFV
monotherapy, but as virologic failure occurred in this animal
the AAC allele became dominant. This phenomenon is char-
acteristic of some HIV-1 individuals on EFV-containing ART
(46). Notably, treatment failure was temporally correlated with
increasing frequencies of K103N AAC linked to M184I amino
acid substitutions in RT. This result implies that a clonal,
multidrug-resistant virus population, in which M184I arose on
a genome containing the K103N AAC allele, contributed to
ART failure. The K65R amino acid substitution was present
and linked to K103N AAC, but its frequency decreased over
time, being replaced by the K103N (AAC)/M184I double mu-
tant. Interestingly, a genome containing resistance-conferring
mutations for all three agents was not observed. Instead, the
amino acid substitutions at 103 and 184 were sufficient for a
return of viremia to pretherapy levels before this animal was
euthanized. The clonality of the resistant virus is also indicated
by the finding that the genetic diversity in the RT coding region
was inversely related to the amount of K103N/M184I/V virus.
The detection of an apparent resistant, clonal population of
plasma virus has been documented for patients on suppressive
ART (5, 12, 21, 58). This observation suggests that ART selects
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a limited number of viral clones containing mutations confer-
ring resistance to at least two of the antiviral agents used.

These data do not imply that a K65R/K103N/M184I RT-
SHIVmne genome had a selective disadvantage in animal
M03250. Rather, there are a number of possibilities to explain
the prevalence of the double resistance mutant. First, it is
possible that viruses encoding K65R and M184I/V resistance-
conferring mutations were replicating in separate locations,
impairing their recombination. It may be that the K103N/
M184I double mutant arose in a target cell-rich environment,
facilitating its rapid expansion over genomes encoding K65R.
Although K65R in the circulating vRNA decreased from a
peak of 18% to 3% by week 25, the absolute number of plasma
viral genomes encoding K65R increased from approximately
1.6 � 103 to 4.5 � 104 copies/ml during the same period.
Despite the increased presence of K65R, it was rapidly out-
paced by genomes encoding M184I by week 25 (1.1 � 106

copies/ml). This result implies, at least for this one animal, that
the M184I amino acid substitution took longer to arise but
gave more fitness than the K65R resistance-conferring muta-
tion in the context of the triple therapy used. RT-SHIVmne is
clearly susceptible to TDF in vitro (2), and the selection of
K65R in animal M03250 and the continued suppression of
EFV-resistant RT-SHIVmne within M04008 by ART indicate
in vivo function. Finally, it should be noted that genotypic
analysis was confined to approximately the first 600 nucleotides
of the RT region, so it is possible that other amino acid sub-
stitutions present in the K103N/M184I double mutant virus
enhanced fitness within its host.

The other five animals on ART did not experience virologic
failure during the 20-week treatment period. The declines in
plasma viremia appeared largely stabilized in these animals
after this treatment period, which prompted us to investigate
whether RT-SHIVmne would be controlled by adaptive im-
mune responses within this model if therapy was terminated.
However, after cessation of ART, plasma virus rebounded to
pretherapy levels in all animals within 2 to 3 weeks, as is
observed in HIV-infected people when effective therapy is
removed (8, 20, 26, 43). When ART was reinitiated in the
animals, viremia was suppressed to low or undetectable levels
again. This result suggests that an unidentified reservoir of
replication-competent, persisting virus is present in all animals.
Susceptibility to suppression of replication after treatment in-
terruption also means that the persisting viremia was largely
wild type or, in the case of animal M04008, resistant to only a
single drug in the combination treatment regimen. These data
suggest that, as is shown with humans (25), RT-SHIVmne viral
species generated prior to treatment can be archived, poten-
tially in latent form. Because ART interferes with RT-
SHIVmne pathogenesis with this model, virus drug resistance,
latency, and persistence can conceivably be studied where ther-
apy is administered for time periods extending to years, better
mimicking conditions in HIV-infected persons receiving ART.

In contrast to infected cells that persist during ART, acti-
vated CD4� T cells are most rapidly depleted by HIV-1 infec-
tion, and thus the half-life of these cells can be inferred from
the first-phase viremia decay after initial therapy (50). First-
phase decay of RT-SHIVmne during ART (t1/2 � 1.0 day)
closely mimicked initial decay in HIV-1-infected persons re-
ceiving a 3-drug EFV protocol in which the t1/2 value was 1.03

days (33). When ART was reinitiated in 5/6 animals after
treatment interruption, a t1/2 value of approximately 1.3 days
for RT-SHIVmne was calculated based on the plasma viremia
reduction observed 1 week later (not shown). As was observed
for EFV-containing regimens in the ACTG A5166 study, no
pharmacological lag in efficacy was seen after ART initiation in
the RT-SHIVmne-infected macaques. Notably, EFV mono-
therapy with our model also did not lag in suppressing viremia
and was highly effective during first-phase decay.

Unlike transient EFV monotherapy, interruptions in ART
did not detectably select for individual NRTI or NNRTI resis-
tance mutations in 4/5 animals. In animal M04008, however,
there appeared to be progressive selection of both K103N
amino acid substitutions subsequent to therapy discontinua-
tion, reaching a level of nearly 70% after the second interrup-
tion, consistent with continued selection pressure by persistent
EFV. Frequent ART cessation and reinitiation are associated
with the development of antiviral resistance in HIV-1-infected
individuals (3, 6, 7, 39). A possible explanation for this appar-
ent discrepancy is that the ART cessation periods in our study
did not allow sufficient replication cycles to generate single
drug resistance forms before the reinitiation of therapy but did
support the increase in frequency of resistance-conferring mu-
tations already present at detectable levels. It is also conceiv-
able that longer ART continuation after treatment interrup-
tion would permit the emergence of a multidrug-resistant virus
in this animal. Whether selection of drug resistance mutations
occurs actively during suboptimally suppressive ART or the
emergence of resistance-conferring mutations during ART re-
flects selection of preexisting resistant forms of virus is a ques-
tion of significant clinical consequence that this animal model
should help to answer. Sampling of different cells and tissues to
measure RT-SHIVmne diversity and variability in macaques
before, during, and after therapy may help clarify the nature
and the dynamic properties of persistent viral reservoirs in
ways not feasible in a clinical setting. The cellular reservoirs
that give rise to antiviral resistance are likely the same that
reseed infection after ART cessation.

While infection of rhesus macaques with the similar RT-
SHIVmac239 has also been evaluated for sensitivity to various
ART regimens, these studies were not designed to test condi-
tions that elicit the development of NNRTI and multidrug
resistance and did not investigate virus dynamics (44, 51, 59,
61). In comparison to these studies, we used sensitive assays to
detect viral loads as low as 15 copies of vRNA/ml of plasma
during ART and to monitor the development of resistance-
conferring mutations at �0.1% frequency. In 2/3 of the EFV-
pretreated animals, NNRTI resistance rapidly emerged, sug-
gesting that RT-SHIVmne had undergone sufficient rounds of
replication in the pigtail macaques by 13 weeks postinfection to
create a diverse viral quasispecies capable of resisting and
adapting to selective pressure. Given that the half-life of decay
of viremia on suppressive therapy approximates the replication
cycle time of the virus (50), we estimate that about 90 replica-
tion cycles occurred between infection and the short-course
EFV treatment.

In summary, we have demonstrated that infection of ma-
caques with RT-SHIVmne is pathogenic and responsive to sup-
pressive ART. Antiviral resistance mechanisms in this model
mimic those found in HIV-1-infected persons receiving ART
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targeting RT. Through frequent monitoring and sensitive ge-
notypic assays, we observed the evolution and rapid emergence
to dominance of a multidrug-resistant RT-SHIVmne genome
under suppressive therapy. Animals in which infection was
controlled continued to harbor drug-sensitive virus, which rap-
idly ascended after the cessation of therapy. These data suggest
that this model will be useful to explore the emergence and
evolutionary mechanisms that underlie HIV-1 drug resistance
in vivo. RT-SHIVmne infection of macaques can be used to
identify persisting reservoirs of virus during suppressive ART,
which is not possible with the standard SIV model. Under-
standing the characteristics of these reservoirs under specific
conditions of therapy, particularly the differences that exist in
viruses present in the tissues as opposed to those in the blood,
should help elucidate better HIV-1 treatment and eradication
strategies.

ACKNOWLEDGMENTS

We thank Charles Peloquin for quantitation of EFV plasma levels;
Vicky Coalter for drug preparations; Barbara Droker, Rebecca Kiser,
Mish McEntire, Ann Schmidt, and Susan Toms for administrative
assistance; and C. J. Kearney, LaRene Kuller Andrew Li, and Heather
Mack for technical assistance.

Z.A. was supported in part by a postdoctoral fellowship from the
American Foundation for AIDS Research. Funding for this research
was provided by the National Cancer Institute’s intramural Center for
Cancer Research.

The content of this publication does not necessarily reflect the views
or policies of the U.S. Department of Health and Human Services, nor
does mention of trade names, commercial products, or organizations
imply endorsement by the U.S. Government.

REFERENCES

1. Akiyama, H., E. Ido, W. Akahata, T. Kuwata, T. Miura, and M. Hayami.
2003. Construction and in vivo infection of a new simian/human immuno-
deficiency virus chimera containing the reverse transcriptase gene and the 3�
half of the genomic region of human immunodeficiency virus type 1. J. Gen.
Virol. 84:1663–1669.

2. Ambrose, Z., V. Boltz, S. Palmer, J. M. Coffin, S. H. Hughes, and V. N.
Kewalramani. 2004. In vitro characterization of a simian immunodeficiency
virus-human immunodeficiency virus (HIV) chimera expressing HIV type 1
reverse transcriptase to study antiviral resistance in pigtail macaques. J. Vi-
rol. 78:13553–13561.

3. Arnedo-Valero, M., F. Garcia, C. Gil, T. Guila, E. Fumero, P. Castro, J. L.
Blanco, J. M. Miro, T. Pumarola, and J. M. Gatell. 2005. Risk of selecting de
novo drug-resistance mutations during structured treatment interruptions in
patients with chronic HIV infection. Clin. Infect. Dis. 41:883–890.

4. Ayouba, A., G. Tene, P. Cunin, Y. Foupouapouognigni, E. Menu, A. Kfutwah,
J. Thonnon, G. Scarlatti, M. Monny-Lobe, N. Eteki, C. Kouanfack, M.
Tardy, R. Leke, M. Nkam, A. E. Nlend, F. Barre-Sinoussi, P. M. Martin, and
E. Nerrienet. 2003. Low rate of mother-to-child transmission of HIV-1 after
nevirapine intervention in a pilot public health program in Yaounde, Cam-
eroon. J. Acquir. Immune Defic. Syndr. 34:274–280.

5. Bailey, J. R., A. R. Sedaghat, T. Kieffer, T. Brennan, P. K. Lee, M. Wind-
Rotolo, C. M. Haggerty, A. R. Kamireddi, Y. Liu, J. Lee, D. Persaud, J. E.
Gallant, J. Cofrancesco, Jr., T. C. Quinn, C. O. Wilke, S. C. Ray, J. D.
Siliciano, R. E. Nettles, and R. F. Siliciano. 2006. Residual human immu-
nodeficiency virus type 1 viremia in some patients on antiretroviral therapy
is dominated by a small number of invariant clones rarely found in circulat-
ing CD4� T cells. J. Virol. 80:6441–6457.

6. Balduin, M., S. Sierra, M. P. Daumer, J. K. Rockstroh, M. Oette, G. Fat-
kenheuer, B. Kupfer, N. Beerenwinkel, D. Hoffmann, J. Selbig, H. J. Pfister,
and R. Kaiser. 2005. Evolution of HIV resistance during treatment inter-
ruption in experienced patients and after restarting a new therapy. J. Clin.
Virol. 34:277–287.

7. Barreiro, P., C. de Mendoza, J. Gonzalez-Lahoz, and V. Soriano. 2005.
Superiority of protease inhibitors over nonnucleoside reverse-transcriptase
inhibitors when highly active antiretroviral therapy is resumed after treat-
ment interruption. Clin. Infect. Dis. 41:897–900.

8. Chun, T. W., R. T. Davey, Jr., D. Engel, H. C. Lane, and A. S. Fauci. 1999.
Re-emergence of HIV after stopping therapy. Nature 401:874–875.

9. Cline, A. N., J. W. Bess, M. Piatak, Jr., and J. D. Lifson. 2005. Highly
sensitive SIV plasma viral load assay: practical considerations, realistic per-

formance expectations, and application to reverse engineering of vaccines
for AIDS. J. Med. Primatol. 34:303–312.

10. Coffin, J. M. 1995. HIV population dynamics in vivo: implications for genetic
variation, pathogenesis, and therapy. Science 267:483–489.

11. Cunningham, C. K., M. L. Chaix, C. Rekacewicz, P. Britto, C. Rouzioux,
R. D. Gelber, A. Dorenbaum, J. F. Delfraissy, B. Bazin, L. Mofenson, and
J. L. Sullivan. 2002. Development of resistance mutations in women receiv-
ing standard antiretroviral therapy who received intrapartum nevirapine to
prevent perinatal human immunodeficiency virus type 1 transmission: a
substudy of pediatric AIDS clinical trials group protocol 316. J. Infect. Dis.
186:181–188.

12. Delwart, E. L., H. Pan, A. Neumann, and M. Markowitz. 1998. Rapid,
transient changes at the env locus of plasma human immunodeficiency virus
type 1 populations during the emergence of protease inhibitor resistance.
J. Virol. 72:2416–2421.

13. Derdeyn, C. A., J. M. Decker, J. N. Sfakianos, X. Wu, W. A. O’Brien, L.
Ratner, J. C. Kappes, G. M. Shaw, and E. Hunter. 2000. Sensitivity of human
immunodeficiency virus type 1 to the fusion inhibitor T-20 is modulated by
coreceptor specificity defined by the V3 loop of gp120. J. Virol. 74:8358–
8367.

14. Eshleman, S. H., L. A. Guay, A. Mwatha, S. P. Cunningham, E. R. Brown, P.
Musoke, F. Mmiro, and J. B. Jackson. 2004. Comparison of nevirapine
(NVP) resistance in Ugandan women 7 days vs. 6–8 weeks after single-dose
nvp prophylaxis: HIVNET 012. AIDS Res. Hum. Retrovir. 20:595–599.

15. Eshleman, S. H., D. R. Hoover, S. E. Hudelson, S. Chen, S. A. Fiscus, E.
Piwowar-Manning, J. B. Jackson, N. I. Kumwenda, and T. E. Taha. 2006.
Development of nevirapine resistance in infants is reduced by use of infant-
only single-dose nevirapine plus zidovudine postexposure prophylaxis for the
prevention of mother-to-child transmission of HIV-1. J. Infect. Dis. 193:479–
481.

16. Eshleman, S. H., M. Mracna, L. A. Guay, M. Deseyve, S. Cunningham, M.
Mirochnick, P. Musoke, T. Fleming, M. Glenn Fowler, L. M. Mofenson, F.
Mmiro, and J. B. Jackson. 2001. Selection and fading of resistance mutations
in women and infants receiving nevirapine to prevent HIV-1 vertical trans-
mission (HIVNET 012). AIDS 15:1951–1957.

17. Faraj, A., L. A. Agrofoglio, J. K. Wakefield, S. McPherson, C. D. Morrow, G.
Gosselin, C. Mathe, J. L. Imbach, R. F. Schinazi, and J. P. Sommadossi.
1994. Inhibition of human immunodeficiency virus type 1 reverse transcrip-
tase by the 5�-triphosphate beta enantiomers of cytidine analogs. Antimi-
crob. Agents Chemother. 38:2300–2305.

18. Flys, T., D. V. Nissley, C. W. Claasen, D. Jones, C. Shi, L. A. Guay, P.
Musoke, F. Mmiro, J. N. Strathern, J. B. Jackson, J. R. Eshleman, and S. H.
Eshleman. 2005. Sensitive drug-resistance assays reveal long-term persis-
tence of HIV-1 variants with the K103N nevirapine (NVP) resistance mu-
tation in some women and infants after the administration of single-dose
NVP: HIVNET 012. J. Infect. Dis. 192:24–29.

19. Gao, H. Q., P. L. Boyer, S. G. Sarafianos, E. Arnold, and S. H. Hughes. 2000.
The role of steric hindrance in 3TC resistance of human immunodeficiency
virus type-1 reverse transcriptase. J. Mol. Biol. 300:403–418.

20. Garcia, F., M. Plana, C. Vidal, A. Cruceta, W. A. O’Brien, G. Pantaleo, T.
Pumarola, T. Gallart, J. M. Miro, and J. M. Gatell. 1999. Dynamics of viral
load rebound and immunological changes after stopping effective antiretro-
viral therapy. AIDS 13:F79–F86.

21. Ghosn, J., I. Pellegrin, C. Goujard, C. Deveau, J. P. Viard, J. Galimand, M.
Harzic, C. Tamalet, L. Meyer, C. Rouzioux, and M. L. Chaix. 2006. HIV-1
resistant strains acquired at the time of primary infection massively fuel the
cellular reservoir and persist for lengthy periods of time. AIDS 20:159–170.

22. Goicoechea, M., and B. Best. 2007. Efavirenz/emtricitabine/tenofovir diso-
proxil fumarate fixed-dose combination: first-line therapy for all? Expert
Opin. Pharmacother. 8:371–382.

23. Grant, R. M., F. M. Hecht, M. Warmerdam, L. Liu, T. Liegler, C. J. Petro-
poulos, N. S. Hellmann, M. Chesney, M. P. Busch, and J. O. Kahn. 2002.
Time trends in primary HIV-1 drug resistance among recently infected
persons. JAMA 288:181–188.

24. Guay, L. A., P. Musoke, T. Fleming, D. Bagenda, M. Allen, C. Nakabiito, J.
Sherman, P. Bakaki, C. Ducar, M. Deseyve, L. Emel, M. Mirochnick, M. G.
Fowler, L. Mofenson, P. Miotti, K. Dransfield, D. Bray, F. Mmiro, and J. B.
Jackson. 1999. Intrapartum and neonatal single-dose nevirapine compared
with zidovudine for prevention of mother-to-child transmission of HIV-1 in
Kampala, Uganda: HIVNET 012 randomised trial. Lancet 354:795–802.

25. Han, Y., M. Wind-Rotolo, H. C. Yang, J. D. Siliciano, and R. F. Siliciano.
2007. Experimental approaches to the study of HIV-1 latency. Nat. Rev.
Microbiol. 5:95–106.

26. Harrigan, P. R., M. Whaley, and J. S. Montaner. 1999. Rate of HIV-1 RNA
rebound upon stopping antiretroviral therapy. AIDS 13:F59–62.

27. Hofman, M. J., J. Higgins, T. B. Matthews, N. C. Pedersen, C. Tan, R. F.
Schinazi, and T. W. North. 2004. Efavirenz therapy in rhesus macaques
infected with a chimera of simian immunodeficiency virus containing reverse
transcriptase from human immunodeficiency virus type 1. Antimicrob.
Agents Chemother. 48:3483–3490.

28. Jackson, J. B., P. Musoke, T. Fleming, L. A. Guay, D. Bagenda, M. Allen, C.
Nakabiito, J. Sherman, P. Bakaki, M. Owor, C. Ducar, M. Deseyve, A.

12154 AMBROSE ET AL. J. VIROL.

 on A
pril 16, 2019 by guest

http://jvi.asm
.org/

D
ow

nloaded from
 

http://jvi.asm.org/


Mwatha, L. Emel, C. Duefield, M. Mirochnick, M. G. Fowler, L. Mofenson,
P. Miotti, M. Gigliotti, D. Bray, and F. Mmiro. 2003. Intrapartum and
neonatal single-dose nevirapine compared with zidovudine for prevention of
mother-to-child transmission of HIV-1 in Kampala, Uganda: 18-month fol-
low-up of the HIVNET 012 randomised trial. Lancet 362:859–868.

29. Joint United Nations Programme on HIV/AIDS. 2006. Report on the glo-
bal AIDS epidemic 2006. http://www.unaids.org/en/HIV_data/2006GlobalReport/
default.asp.

30. Jourdain, G., N. Ngo-Giang-Huong, S. Le Coeur, C. Bowonwatanuwong, P.
Kantipong, P. Leechanachai, S. Ariyadej, P. Leenasirimakul, S. Hammer,
and M. Lallemant. 2004. Intrapartum exposure to nevirapine and subse-
quent maternal responses to nevirapine-based antiretroviral therapy.
N. Engl. J. Med. 351:229–240.

31. Kimata, J. T., L. Kuller, D. B. Anderson, P. Dailey, and J. Overbaugh. 1999.
Emerging cytopathic and antigenic simian immunodeficiency virus variants
influence AIDS progression. Nat. Med. 5:535–541.

32. Kimata, J. T., A. Mozaffarian, and J. Overbaugh. 1998. A lymph node-
derived cytopathic simian immunodeficiency virus Mne variant replicates in
nonstimulated peripheral blood mononuclear cells. J. Virol. 72:245–256.

33. Kuritzkes, D. R., H. J. Ribaudo, K. E. Squires, S. L. Koletar, J. Santana,
S. A. Riddler, R. Reichman, C. Shikuma, W. A. Meyer III, K. L. Klingman,
and R. M. Gulick. 2007. Plasma HIV-1 RNA dynamics in antiretroviral-naive
subjects receiving either triple-nucleoside or efavirenz-containing regimens:
ACTG A5166s. J. Infect. Dis. 195:1169–1176.

34. Lallemant, M., G. Jourdain, S. Le Coeur, J. Y. Mary, N. Ngo-Giang-Huong,
S. Koetsawang, S. Kanshana, K. McIntosh, and V. Thaineua. 2004. Single-
dose perinatal nevirapine plus standard zidovudine to prevent mother-to-
child transmission of HIV-1 in Thailand. N. Engl. J. Med. 351:217–228.

35. Lee, E. J., R. Kantor, L. Zijenah, W. Sheldon, L. Emel, P. Mateta, E.
Johnston, J. Wells, A. K. Shetty, H. Coovadia, Y. Maldonado, S. A. Jones,
L. M. Mofenson, C. H. Contag, M. Bassett, and D. A. Katzenstein. 2005.
Breast-milk shedding of drug-resistant HIV-1 subtype C in women exposed
to single-dose nevirapine. J. Infect. Dis. 192:1260–1264.

36. Little, S. J., S. Holte, J. P. Routy, E. S. Daar, M. Markowitz, A. C. Collier,
R. A. Koup, J. W. Mellors, E. Connick, B. Conway, M. Kilby, L. Wang, J. M.
Whitcomb, N. S. Hellmann, and D. D. Richman. 2002. Antiretroviral-drug
resistance among patients recently infected with HIV. N. Engl. J. Med.
347:385–394.

37. Lockman, S., R. L. Shapiro, L. M. Smeaton, C. Wester, I. Thior, L. Stevens,
F. Chand, J. Makhema, C. Moffat, A. Asmelash, P. Ndase, P. Arimi, E. van
Widenfelt, L. Mazhani, V. Novitsky, S. Lagakos, and M. Essex. 2007. Re-
sponse to antiretroviral therapy after a single, peripartum dose of nevirapine.
N. Engl. J. Med. 356:135–147.

38. Martinson, N. A., L. Morris, G. Gray, D. Moodley, V. Pillay, S. Cohen, P.
Dhlamini, A. Puren, S. Bheyroo, J. Steyn, and J. A. McIntyre. 2006. Selection
and persistence of viral resistance in HIV-infected children after exposure to
single-dose nevirapine. J. Acquir. Immune Defic. Syndr. 44:148–153.

39. Metzner, K. J., S. Bonhoeffer, M. Fischer, R. Karanicolas, K. Allers, B. Joos,
R. Weber, B. Hirschel, L. G. Kostrikis, and H. F. Gunthard. 2003. Emer-
gence of minor populations of human immunodeficiency virus type 1 carry-
ing the M184V and L90M mutations in subjects undergoing structured
treatment interruptions. J. Infect. Dis. 188:1433–1443.

40. Mirochnick, M., S. Siminski, T. Fenton, M. Lugo, and J. L. Sullivan. 2001.
Nevirapine pharmacokinetics in pregnant women and in their infants after in
utero exposure. Pediatr. Infect. Dis. J. 20:803–805.

41. Moodley, D., J. Moodley, H. Coovadia, G. Gray, J. McIntyre, J. Hofmyer, C.
Nikodem, D. Hall, M. Gigliotti, P. Robinson, L. Boshoff, and J. L. Sullivan.
2003. A multicenter randomized controlled trial of nevirapine versus a com-
bination of zidovudine and lamivudine to reduce intrapartum and early
postpartum mother-to-child transmission of human immunodeficiency virus
type 1. J. Infect. Dis. 187:725–735.

42. Muro, E., J. A. Droste, H. T. Hofstede, M. Bosch, W. Dolmans, and D. M.
Burger. 2005. Nevirapine plasma concentrations are still detectable after
more than 2 weeks in the majority of women receiving single-dose nevira-
pine: implications for intervention studies. J. Acquir. Immune Defic. Syndr.
39:419–421.

43. Neumann, A. U., R. Tubiana, V. Calvez, C. Robert, T. S. Li, H. Agut, B.
Autran, C. Katlama, et al. 1999. HIV-1 rebound during interruption of
highly active antiretroviral therapy has no deleterious effect on reinitiated
treatment. AIDS 13:677–683.

44. North, T. W., K. K. Van Rompay, J. Higgins, T. B. Matthews, D. A. Wadford,
N. C. Pedersen, and R. F. Schinazi. 2005. Suppression of virus load by highly
active antiretroviral therapy in rhesus macaques infected with a recombinant
simian immunodeficiency virus containing reverse transcriptase from human
immunodeficiency virus type 1. J. Virol. 79:7349–7354.

45. Office of AIDS Research Advisory Council. 2006. Guidelines for the use
of antiretroviral agents in HIV-1-infected adults and adolescents. http:
//aidsinfo.nih.gov/contentfiles/AdultandAdolescentGL.pdf.

46. Palmer, S., V. Boltz, F. Maldarelli, M. Kearney, E. K. Halvas, D. Rock, J.
Falloon, R. T. Davey, Jr., R. L. Dewar, J. A. Metcalf, J. W. Mellors, and J. M.
Coffin. 2006. Selection and persistence of non-nucleoside reverse transcrip-
tase inhibitor-resistant HIV-1 in patients starting and stopping non-nucleo-
side therapy. AIDS 20:701–710.

47. Palmer, S., V. Boltz, N. Martinson, F. Maldarelli, G. Gray, J. McIntyre, J.
Mellors, L. Morris, and J. Coffin. 2006. Persistence of nevirapine-resistant
HIV-1 in women after single-dose nevirapine therapy for prevention of
maternal-to-fetal HIV-1 transmission. Proc. Natl. Acad. Sci. USA 103:7094–
7099.

48. Palmer, S., M. Kearney, F. Maldarelli, E. K. Halvas, C. J. Bixby, H. Bazmi,
D. Rock, J. Falloon, R. T. Davey, Jr., R. L. Dewar, J. A. Metcalf, S. Hammer,
J. W. Mellors, and J. M. Coffin. 2005. Multiple, linked human immunode-
ficiency virus type 1 drug resistance mutations in treatment-experienced
patients are missed by standard genotype analysis. J. Clin. Microbiol. 43:
406–413.

49. Pekrun, K., R. Shibata, T. Igarashi, M. Reed, L. Sheppard, P. A. Patten,
W. P. Stemmer, M. A. Martin, and N. W. Soong. 2002. Evolution of a human
immunodeficiency virus type 1 variant with enhanced replication in pig-tailed
macaque cells by DNA shuffling. J. Virol. 76:2924–2935.

50. Perelson, A. S., A. U. Neumann, M. Markowitz, J. M. Leonard, and D. D. Ho.
1996. HIV-1 dynamics in vivo: virion clearance rate, infected cell life-span,
and viral generation time. Science 271:1582–1586.

51. Rosenwirth, B., P. ten Haaft, W. M. Bogers, I. G. Nieuwenhuis, H. Niphuis,
E. M. Kuhn, N. Bischofberger, J. L. Heeney, and K. Uberla. 2000. Antiret-
roviral therapy during primary immunodeficiency virus infection can induce
persistent suppression of virus load and protection from heterologous chal-
lenge in rhesus macaques. J. Virol. 74:1704–1711.

52. Shen, A., M. C. Zink, J. L. Mankowski, K. Chadwick, J. B. Margolick, L. M.
Carruth, M. Li, J. E. Clements, and R. F. Siliciano. 2003. Resting CD4� T
lymphocytes but not thymocytes provide a latent viral reservoir in a simian
immunodeficiency virus-Macaca nemestrina model of human immunodefi-
ciency virus type 1-infected patients on highly active antiretroviral therapy.
J. Virol. 77:4938–4949.

53. Simon, V., and D. D. Ho. 2003. HIV-1 dynamics in vivo: implications for
therapy. Nat. Rev. Microbiol. 1:181–190.

54. Simon, V., J. Vanderhoeven, A. Hurley, B. Ramratnam, M. Louie, K. Daw-
son, N. Parkin, D. Boden, and M. Markowitz. 2002. Evolving patterns of
HIV-1 resistance to antiretroviral agents in newly infected individuals. AIDS
16:1511–1519.

55. Soderberg, K., L. Denekamp, S. Nikiforow, K. Sautter, R. C. Desrosiers, and
L. Alexander. 2002. A nucleotide substitution in the tRNA(Lys) primer
binding site dramatically increases replication of recombinant simian immu-
nodeficiency virus containing a human immunodeficiency virus type 1 reverse
transcriptase. J. Virol. 76:5803–5806.

56. Srinivas, R. V., and A. Fridland. 1998. Antiviral activities of 9-R-2-phospho-
nomethoxypropyl adenine (PMPA) and bis(isopropyloxymethylcarbonyl)
PMPA against various drug-resistant human immunodeficiency virus strains.
Antimicrob. Agents Chemother. 42:1484–1487.

57. Taha, T. E., N. I. Kumwenda, D. R. Hoover, S. A. Fiscus, G. Kafulafula, C.
Nkhoma, S. Nour, S. Chen, G. Liomba, P. G. Miotti, and R. L. Broadhead.
2004. Nevirapine and zidovudine at birth to reduce perinatal transmission of
HIV in an African setting: a randomized controlled trial. JAMA 292:202–
209.

58. Tobin, N. H., G. H. Learn, S. E. Holte, Y. Wang, A. J. Melvin, J. L.
McKernan, D. M. Pawluk, K. M. Mohan, P. F. Lewis, J. I. Mullins, and L. M.
Frenkel. 2005. Evidence that low-level viremias during effective highly active
antiretroviral therapy result from two processes: expression of archival virus
and replication of virus. J. Virol. 79:9625–9634.

59. Uberla, K., C. Stahl-Hennig, D. Bottiger, K. Matz-Rensing, F. J. Kaup, J. Li,
W. A. Haseltine, B. Fleckenstein, G. Hunsmann, B. Oberg, et al. 1995.
Animal model for the therapy of acquired immunodeficiency syndrome with
reverse transcriptase inhibitors. Proc. Natl. Acad. Sci. USA 92:8210–8214.

60. Wensing, A. M., D. A. van de Vijver, G. Angarano, B. Asjo, C. Balotta, E.
Boeri, R. Camacho, M. L. Chaix, D. Costagliola, A. De Luca, I. Derdelinckx,
Z. Grossman, O. Hamouda, A. Hatzakis, R. Hemmer, A. Hoepelman, A.
Horban, K. Korn, C. Kucherer, T. Leitner, C. Loveday, E. MacRae, I.
Maljkovic, C. de Mendoza, L. Meyer, C. Nielsen, E. L. Op de Coul, V.
Ormaasen, D. Paraskevis, L. Perrin, E. Puchhammer-Stockl, L. Ruiz, M.
Salminen, J. C. Schmit, F. Schneider, R. Schuurman, V. Soriano, G. Stanc-
zak, M. Stanojevic, A. M. Vandamme, K. Van Laethem, M. Violin, K. Wilbe,
S. Yerly, M. Zazzi, and C. A. Boucher. 2005. Prevalence of drug-resistant
HIV-1 variants in untreated individuals in Europe: implications for clinical
management. J. Infect. Dis. 192:958–966.

61. Zuber, B., D. Bottiger, R. Benthin, P. T. Haaft, J. Heeney, B. Wahren, and
B. Oberg. 2001. An in vivo model for HIV resistance development. AIDS
Res. Hum. Retrovir. 17:631–635.

VOL. 81, 2007 RT-SHIV EVOLUTION AND PERSISTENCE DURING ART 12155

 on A
pril 16, 2019 by guest

http://jvi.asm
.org/

D
ow

nloaded from
 

http://jvi.asm.org/

